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94,499 Disulfide Patterns: 2,934 new SwissProt annotations 
74,829 new Trembl annotations 
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FIG. 2 
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FIG. 4 



4/13 



WO 2005/051173 



PCT/US2004/039326 




FIG. 5B 
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FIG. 6 
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FIG. 8A 



Cluster 3. 1-3_2-4_5-6.121 
Distrib: NULL(4-0%,*), PF0011 2(65-55%, 1aec), 
PF00112X(281-53%,1aec) 
Ave. D. Signature: 42-34-41-98-50 
Ave. Cys. Pattern: 34-8-33-57-50 
Signature Std. Dev: 1-0-1-2-2 
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FIG. 9 
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FIG. 10C 
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FIG. 12 
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FIG. 13A 
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FIG. 13C 



13/13 



